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SEQUENCE LISTING 



<110> PURATOS N.V. 

<120> USE OF FAMILY 8 ENZYMES WITH XYLANOLYTIC ACTIVITY IN BAKING 

<130> P.PURA.19/WO 

<160> 8 

<170> Patentin version 3.2 

<210> 1 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> sense primer 

<400> 1 

gggcatatga agaaaacgac agaaggtg 28 



<210> 2 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> antisense primer 



<210> 3 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> sequencing primer 

<400> 3 

gtgcggactg aaggaatgtc 20 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> sequencing primer 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> sequencing primer 



<400> 2 

ggctcgagct agtgttcctc ttcttg 



26 



<400> 4 

gtatggtcca tcaacagagg 



20 
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<400> 5 

gatggcacta aaaactcctg g 21 

<210> 6 

<211> 1281 

<212> DNA 

<213> Pseudoalteromonas haloplanktis 
<220> 

<221> misc_feature 

<223> xylanase gene of Pseudoalteromonas haloplanktis (EMBL accession 
number AJ427921) 



<4Q0> 6 

ai _ riaasin't*a , t" 
diydaavj La L 


L L L L Ldddd L 


aaraarttta 

aaLuaL V_ L. LCL 


ttattaatac taataaacta tcaatcactt 


60 




a Lad LaaLLL 


a t* r n 3 n 1" o t" A 

a LLyay uy ia 


□acacctaca attcaaaaac ataccataac 


120 


l LLyLaLacty 


aaa Lyyy lqq 


aacaaat*a*ta 

CI CI UUU CI L.CL LCI 


caocaaaaoa taaataatac ttttaacaat 


180 


a Ly l l Lyy l l 




acaacaactt 


tactacccat acaccaaaaa cqatqtttat 


240 


aaayk-aLai. L 


arataa^anr 


aattaaccca 

CLU U l. UU V. U 


aacaaacaca acoatataaq aacaqaaqqq 


300 


raatrntnnn 
LaalLy Ly yy 


y aa LyaLLyL 


rnrtnf rata 

Ly l Ly LLaiy 


rttaataaac aaaaaaaatt taataaccta 

v. t- Lau \m uuu v. uu«^uu«^uu v. \- t.«2u\>«*iAv.v»kM 


360 


Ly y LyL l l uy 


LaaaayLy ia 


t raaaaaaat 


ccaaacaatc accctaatac taaaaaacaa 


420 


yy i_y l l Lauy 


Ly Lyy aaaL i_ 


aaaarttaat 

auuy L v, uuuL 


caaaacaact ttatttataa aotqqatqaq 


480 


nnrrrrnrfr 


rrnatoaraa 

LV.yuv.yyv.yo 


aaaatacttt 


gcgtttgcac tacttaatgc ctctgctcgt 


540 


tgggggaatt 


cgggtgagtt 


taactactac 


aacgatgcca ttaccatgtt aaacacaatt 




aaaaataagc 


tgatggaaaa 


ccaaataatc 


cgcttttcac cttacattga taacctaaca 


660 


gacccttctt 


accatatacc 


tgcgttttac 


gactactttg caaataacgt aactaaccaa 


720 


gcagacaaaa 


attactggcg 


acaagtagcc 


acaaaaagta gaaccttact taaaaaccat 


780 


tttacaaaag 


taagtggtag 


cccgcattgg 


aacttaccta catttttatc gcgcttagat 


840 


ggcagccctg 


ttattggcta 


catttttaac 


ggccaagcaa acccaggtca atggtatgaa 


900 


tttgatgcat 


ggcgcgtaat 


tatgaatgtg 


ggtttagacg cgcatttaat gggtgctcaa 


960 


gcgtggcata 


aaagtgcagt 


taataaagca 


ctgggctttt taagttatgc aaaaacaaac 


1020 


aacagtaaaa 


actgttacga 


gcaagtgtat 


tcgtacggtg gagcgcaaaa cagaggctgt 


1080 


gcaggcgaag 


gtcaaaaagc 


cgcgaatgca 


gtagcgttac ttgcttcaac aaatgctggg 


1140 


caagcaaatg 


agttttttaa 


cgaattttgg 


tctttatcgc aaccaacggg tgactaccgt 


1200 


tactataatg 


gttcgttata 


tatgttagct 


atgctgcatg tatcgggcaa ttttaagttt 


1260 


tataacaaca 


cgtttaatta 


a 




1281 



<210> 7 

<211> 426 

<212> PRT 

<213> Pseudoalteromonas haloplanktis 



<220> 
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<223> xylanas^o^Pseudoalteromonas haloplanktis (EMBL accession number 
AJ427921) 

<400> 7 

Met Lys val Phe Phe Lys He Thr Thr Leu Leu Leu He Leu lie Ser 
15 10 15 

Tvr Gin Ser Leu Ala Ala Phe Asn Asn Asn Pro Ser Ser Val Gly Ala 
20 25 30 

Tyr Ser Ser Gly Thr Tyr Arg Asn Leu Ala Gin Glu Met Gly Lys Thr 
35 40 45 

Asn He Gin Gin Lys Val Asn Ser Thr Phe Asp Asn Met Phe Gly Tyr 
50 55 60 

Asn Asn Thr Gin Gin Leu Tyr Tyr Pro Tyr Thr Glu Asn Gly Val Tyr 
65 70 75 80 

Lys Ala His Tyr He Lys Ala He Asn Pro Asp Glu Gly Asp Asp He 
85 .90 95 

Arq Thr Glu Gly Gin Ser Trp Gly Met Thr Ala Ala val Met Leu Asn 
100 105 HO 

Lys Gin Glu Glu Phe Asp Asn Leu Trp Arg Phe Ala Lys Ala Tyr Gin 
115 120 125 

Lys Asn Pro Asp Asn His Pro Asp Ala Lys Lys Gin Gly val Tyr Ala 
130 135 140 

Trp Lys Leu Lys Leu Asn Gin Asn Gly Phe Val Tyr Lys val Asp Glu 
145 150 155 160 

Gly Pro Ala Pro Asp Gly Glu Glu Tyr Phe Ala Phe Ala Leu Leu Asn 
165 170 175 

Ala Ser Ala Arg Trp Gly Asn Ser Gly Glu Phe Asn Tyr Tyr Asn Asp 
180 185 190 

Ala He Thr Met Leu Asn Thr He Lys Asn Lys Leu Met Glu Asn Gin 
195 200 205 

lie lie Arq Phe Ser Pro Tyr lie Asp Asn Leu Thr Asp Pro Ser Tyr 
210 215 220 

His lie Pro Ala Phe Tyr Asp Tyr Phe Ala Asn Asn val Thr Asn Gin 
225 230 235 240 

Ala Asp Lys Asn Tyr Trp Arg Gin val Ala Thr Lys Ser Arg Thr Leu 
245 250 255 
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Leu Lys Asn His Phe Thr Lys val ser Gly Ser Pro His Trp Asn Leu 
260 265 270 

Pro Thr Phe Leu Ser Arg Leu Asp Gly Ser Pro val lie Gly Tyr lie 
275 280 285 

Phe Asn Gly Gin Ala Asn Pro Gly Gin Trp Tyr Glu Phe Asp Ala Trp 
290 295 300 

Arg val lie Met Asn val Gly Leu Asp Ala His Leu Met Gly Ala Gin 

305 310 315 320 

Ala Trp His Lys Ser Ala val Asn Lys Ala Leu Gly Phe Leu Ser Tyr 
325 330 335 

Ala Lys Thr Asn Asn Ser Lys Asn Cys Tyr Glu Gin Val Tyr Ser Tyr 
340 345 350 . 

Gly Gly Ala Gin Asn Arg Gly cys Ala Gly Glu Gly Gin Lys Ala Ala 
355 360 365 

Asn Ala val Ala Leu Leu Ala Ser Thr Asn Ala Gly Gin Ala Asn Glu 
370 375 380 

Phe Phe Asn Glu Phe Trp ser Leu Ser Gin Pro Thr Gly Asp Tyr Arg 
385 390 395 400 

Tyr Tyr Asn Gly Ser Leu Tyr Met Leu Ala Met Leu His val Ser Gly 
405 410 415 

Asn Phe Lys Phe Tyr Asn Asn Thr Phe Asn 
420 425 



<210> 8 

<211> 388 

<212> PRT 

<213> Bacillus halodurans 
<220> 

<221> mi sc_f eature 

<223> xylanase Y from Bacillus halodurans strain C-125 
(GenBank/GenPeptTM accession code BAB05824) 

<400> 8 

Met Lys Lys Thr Thr Glu Gly Ala Phe Tyr Thr Arg Glu Tyr Arg Asn 
15 10 15 

Leu Phe Lys Glu Phe Gly Tyr Ser Glu Ala Glu lie Gin Glu Arg val 
20 " * 25 30 

Lys Asp Thr Trp Glu Gin Leu Phe Gly Asp Asn Pro Glu Thr Lys lie 
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35 40 45 

Tyr Tyr Glu val Gly Asp Asp Leu Gly Tyr Leu Leu Asp Thr Gly Asn 
50 55 60 

Leu Asp val Arg Thr Glu Gly Met Ser Tyr Gly Met Met Met Ala val 
65 70 75 80 

Gin Met Asp Arg Lys Asp lie Phe Asp Arg lie Trp Asn Trp Thr Met 
85 90 95 

Lys Asn Met Tyr Met Thr Glu Gly val His Ala Gly Tyr Phe Ala Trp 
100 105 110 

Ser Cys Gin Pro Asp Gly Thr Lys Asn Ser Trp Gly Pro Ala Pro Asp 
115 120 125 

Gly Glu Glu Tyr Phe Ala Leu Ala Leu Phe Phe Ala Ser His Arg Trp 
130 135 140 

Gly Asp Gly Asp Glu Gin Pro Phe Asn Tyr Ser Glu Gin Ala Arg Lys 
145 150 155 160 

Leu Leu His Thr cys val His Asn Gly Glu Gly Gly Pro Gly His Pro 
165 170 175 

Met Trp Asn Arg Asp Asn Lys Leu lie Lys Phe lie Pro Glu val Glu 
180 185 190 

Phe ser Asp Pro Ser Tyr His Leu Pro His Phe Tyr Glu Leu Phe Ser 
195 200 205 

Leu Trp Ala Asn Glu Glu Asp Arg val Phe Trp Lys Glu Ala Ala Glu 
210 215 " 220 

Ala ser Arg Glu Tyr Leu Lys He Ala Cys His Pro Glu Thr Gly Leu 
225 230 235 240 

Ala Pro Glu Tyr Ala Tyr Tyr Asp Gly Thr Pro Asn Asp Glu Lys Gly 
245 250 255 

Tyr Gly His Phe Phe Ser Asp Ser Tyr Arg Val Ala Ala Asn He Gly 
260 265 270 

Leu Asp Ala Glu Trp Phe Gly Gly Ser Glu Trp Ser Ala Glu Glu lie 
275 280 285 

Asn Lys lie Gin Ala Phe Phe Ala Asp Lys Glu Pro Glu Asp Tyr Arg 
290 295 300 

Arg Tyr Lys lie Asp Gly Glu Pro Phe Glu Glu Lys Ser Leu His Pro 
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305 310 315 320 

val Gly Leu lie Ala Thr Asn Ala Met Gly ser Leu Ala ser Val Asp 
325 330 335 

Gly Pro Tyr Ala Lys Ala Asn val Asp Leu Phe Trp Asn Thr Pro Val 
340 345 350 

Arg Thr Gly Asn Arg Arg Tyr Tyr Asp Asn cys Leu Tyr Leu Phe Ala 
355 360 365 

Met Leu Ala Leu Ser Gly Asn Phe Lys lie Trp Phe pro Glu Gly Gin 
370 375 380 

Glu Glu Glu HIS 
385 
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